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ATP (Adenosine triphosphate)
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(a) Structure of adenosine triphosphate
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NAD" (nicotinamide adenine dinucleotide)
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] Anerobic cellular respiration (Fermentation)
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Aerobic cellular respiration
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1. Glycolysis (lnatala%s)

2. Formation Acetyl Coenzyme A
(MgafroasgataLan led ta)

3. Krebs cycle (citric acid cycle) (3g3nsta3d)
4. Electron transport chain (ETC) and oxidative
phosphorylation (an3sneman e-)
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Krebs Cycle (Citric acid cycle)
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Electron transport chain (ETC)
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831 Glycolysis
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Electron transport chain and oxidative phosphorylation
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Electron transport chain
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CYTOSOL MITCHONDRION
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GLYCOLYSIS
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Anerobic cellular respiration (Fermentation)
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Pyruvate as a key junction in catabolism
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